MINUTE 6. NEW MEMBERS AND MEMBERS LEAVING THE CHLAMYDIAL SUBCOMMITTEE
As discussed already in previous meetings, new members may join the Subcommittee up to a maximum of 20 members. They should have significant interest in taxonomy. A balance between members from the USA and from other countries should be preserved. Similarly, gender balance is also a criterium to select new members. Ian Clarke (UK), Yvonne Pannekoek (Netherlands) and Mirja Puolakkainen (Finland) have been elected. Some members no longer active in the field or who have retired decided to opt out from the Subcommittee; moreover, members not present at the last five Subcommittee meetings have been dropped out. Thus, Robert Brunham, Gunna Christiansen, Grazia Greco and Matthias Maas left the chlamydial taxonomy subcommittee.
MINUTE 7. RECENT TAXONOMIC DEVELOPMENTS WITHIN THE ORDER CHLAMYDIALES
Since the previous meeting held on 21 March 2013 in San Antonio (USA), six new Candidatus species have been reported:
'Candidatus Syngnamydia venezia', identified in the broad-nosed pipefish Syngnathus typhle. This Candidatus species was reported only on the basis of the 16S rRNA gene sequence and electron microscopy (Fehr et al. Plos One 2013; 8:e70853) . 'Candidatus Syngnamydia salmonis', associated with epitheliocystis disease in Atlantic salmon (Salmo salar). This Candidatus species was reported only on the basis of the 16S rRNA gene sequence and electron microscopy (Nylund et al. Arch Microbiol 2015; 197:17-25) . 'Candidatus Amphibiichlamydia ranarum', identified in exotic bullfrogs (Ilithobates catesbeianus). This Candidatus species was only described on the basis of the 16S rRNA gene sequence and immunofluorescence (Martel et al. Env Microbiol Reports 2013; 5:105-108) . 'Candidatus Similichlamydia latridicola', associated with epitheliocystis disease in the striped trumpeter (Latris lineata). This Candidatus species was described only on the basis of the 16S rRNA gene sequence (Stride et al. Appl Env Microbiol 2013; 79:4914-4920) . 'Candidatus Similichlamydia laticola', associated with epitheliocystis disease in the farmed Barramundi (Lates calcarifer). This Candidatus species was described on the basis of the 16S rRNA gene sequence (Stride et al. PLOS One 2013; 8:e82889) . 'Candidatus Similichlamydia labri', associated with epitheliocystis disease in ballan wrasse (Labrus bergylta). This Candidatus species was described on the basis of the 16S rRNA gene sequence and electron microscopy (Steigen et al. Arch Microbiol 2015; 197:311-318) .
MINUTE 8. MINIMAL STANDARDS FOR DESCRIPTION OF NOVEL SPECIES AND CANDIDATUS SPECIES WITHIN THE ORDER CHLAMYDIALES
As discussed at previous meetings, at least one isolate should be available in two culture collections to report a species; moreover, a thorough polyphasic characterization should be performed and should include phenotypic (at least electron microscopy), genetic and phylogenetic analyses. Importantly, a minimum of five genes belonging to the core genome are needed for the description of species. G. Greub and P. Timms considered that the genes proposed by Pillonel et al. should be preferentially used since precise cut-offs have been determined (Pillonel et al. Int J Syst Evol Microbiol 2015;65:1381-1393). However, since the other members of the Subcommittee did not have the opportunity to read this article, a decision whether or not the use of these genes is mandatory to describe a novel species, a new genus and a new family belonging to the order Chlamydiales has not be formally taken, and, to date, the use of these taxonomically useful genes is only recommended and not mandatory. The use of several genes to report novel Candidatus species should also be considered in the future. This issue will be discussed at the next meeting planned in Oxford.
MINUTE 9. A SINGLE GENUS CHLAMYDIA
According to the Minutes of Little Rock, there is a now a single genus: Chlamydia. However, there are still a number of sequences on the NCBI website which are wrongly tagged as Chlamydophila and more importantly, the genus Chlamydophila is still listed as a genus on the 'taxonomy' part of the NCBI website. P. Bavoil (secretary of the Subcommittee) will contact the NCBI website curator in order to solve this issue.
MINUTE 10. CHLAMYDIA BIOBANK I. Clarke developed the 'Chlamydia biobank', which is a not-for-profit biobank in which any specific strain may be submitted for sustained storage. So far, it is mainly dedicated to specific Chlamydia trachomais strains; however, it will be extended to other species and may be considered as a fourth culture collection to which chlamydiologists may submit any new isolate representing the type strain of a novel species. The three other recognized culture collections include ( 
MINUTE 12. NEXT MEETING
The next closed meeting of the Subcommittee will be held during the next European Chlamydia meeting in Oxford in September 2016.
MINUTE 13. ADJOURNMENT
The meeting was adjourned at 17 : 55 on 31 March 2015.
Patrick Bavoil, Secretary and Gilbert Greub, Chairman.
